. Reproducibility of nPTB upregulation upon PTB knockdown. repeat. Row 4 gels were from samples generated by use of a second PTB siRNA (P2). Note that nPTB is reproducibly upregulated in all samples. PTB was resolved on all gels, probably due to its high pI (>9.7) which is close to the upper range of the pI strips used.
. Reproducibility of nPTB upregulation upon PTB knockdown.
The region of 2D DiGE gels containing PTB and nPTB. Left and right columns represent reciprocal labeling experiments. The top left panel is the same as in Fig 1. Row 2 is a technical repeat of Row 1 (i.e. same protein samples run on two more gels). Row 3 are nuclear extract fractions from a biological repeat. Row 4 gels were from samples generated by use of a second PTB siRNA (P2). Note that nPTB is reproducibly upregulated in all samples. PTB was resolved on all gels, probably due to its high pI (>9.7) which is close to the upper range of the pI strips used. an alternative splicing event, primers were designed and RT-PCR analysis was carried out to validate the event. In cases where peptide coverage did not discriminate between spliced isoforms, the UCSC Genome Browser was used to identify candidate PTB-regulated AS events in the gene of interest.
